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Supplementary Figure 1. Pearson correlation matrix of significant candidates as measured 
in all individual samples. The matrix allows comparison of the quantification of proteins (as 
measured by multiple peptides in profiling) and single peptides as selected for validation in MRM. 
Y-axis lists proteins quantified in profiling and x-axis list protein name as measured by single 
peptide in MRM. Higher correlations are also detected between proteins with similar molecular 
functions: the dense core vesicle proteins and neuropeptides, CHGA, SCG2, VGF, SST; or the 
inflammatory markers, C9, ORM1, AZGP1, LRG1. Coefficient factors of correlation are 
highlighted when they are higher than 0.5. 
 
  




