
Journal of Neuromuscular Diseases 10 (2023) 1003–1012
DOI 10.3233/JND-230126
IOS Press

1003

Review

Humanization of the mdx Mouse Phenotype
for Duchenne Muscular Dystrophy
Modeling: A Metabolic Perspective

Graham Donen1, Nadia Milad1 and Pascal Bernatchez∗
aCentre for Heart Lung Innovation, University of British Columbia, Vancouver, BC, Canada
bDepartment of Anesthesiology, Pharmacology & Therapeutics, University of British Columbia, Vancouver, BC,
Canada

Accepted 25 July 2023
Pre-press 10 August 2023
Published 7 November 2023

Abstract. Duchenne muscular dystrophy (DMD) is a severe form of muscular dystrophy (MD) that is characterized by early
muscle wasting and lethal cardiorespiratory failure. While the mdx mouse is the most common model of DMD, it fails to
replicate the severe loss of muscle mass and other complications observed in patients, in part due to the multiple rescue
pathways found in mice. This led to several attempts at improving DMD animal models by interfering with these rescue
pathways through double transgenic approaches, resulting in more severe phenotypes with mixed relevance to the human
pathology. As a growing body of literature depicts DMD as a multi-system metabolic disease, improvements in mdx-based
modeling of DMD may be achieved by modulating whole-body metabolism instead of muscle homeostasis. This review
provides an overview of the established dual-transgenic approaches that exacerbate the mild mdx phenotype by primarily
interfering with muscle homeostasis and highlights how advances in DMD modeling coincide with inducing whole-body
metabolic changes. We focus on the DBA2/J strain-based D2.mdx mouse with heightened transforming growth factor (TGF)-
� signaling and the dyslipidemic mdx/apolipoprotein E (mdx/ApoE) knock-out (KO) mouse, and summarize how these novel
models emulate the metabolic changes observed in DMD.
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TC Total cholesterol
TERC Telomerase RNA component
TG Triglycerides
TGF-� Transforming growth factor beta
VLDL Very-low density lipoprotein

INTRODUCTION

Muscular dystrophies (MD) are a class of genetic
diseases characterized by progressive muscle wast-
ing and dysfunction. Duchenne MD (DMD), first
described in the mid-1800 s [1, 2] by two unre-
lated investigators, is the most common form of MD;
it is caused by the loss of functional dystrophin,
a protein that plays a critical role as part of the
dystrophin-associated glycoprotein complex (DGC),
which anchors the intracellular actin cytoskeleton of
a myofiber to the extracellular matrix [3]. Blunted
dystrophin expression results in myofiber fragility,
susceptibility to injury, loss of calcium and nitric
oxide homeostasis [4, 5], muscle degeneration [6, 7]
as well as early loss of ambulation and cardiorespira-
tory dysfunction in patients. Although steroid-based
therapy is credited with extending the life of DMD
children by lowering the rate of muscle function
decline [8, 9], lifespan and quality of life in these
patients remain greatly reduced. In the commonly
used mdx mouse model of DMD, however, loss of
dystrophin results in a much milder phenotype [10,
11] as early muscle damage is followed by much
enhanced regeneration in most muscle tissues. Many
have explored ways to improve DMD modeling by
characterizing or generating laboratory dogs [12–14],
pigs [15], rabbits [16], monkeys [17], cats [18] and
rats [19] carrying dystrophin mutations. These gener-
ally present a more aggressive muscle phenotype and
even terminal cardiorespiratory dysfunction, which
are likely attributable to less efficient endogenous res-
cue mechanisms inherent to larger animals; however,
the costs, complexity and ethical concerns associ-
ated with these more sophisticated models support
the long-term objective of creating a more human
DMD-like phenotype in mdx mice. Exacerbation of
mdx disease severity has been reported on many occa-
sions through advanced transgenic approaches that
interfere with endogenous repair or compensatory
pathways (briefly reviewed below) although with
varying degree of relevance to the human condition.

An often-overlooked aspect of dystrophinopathies
is the fact that they are increasingly considered multi-
system metabolic diseases [20] independently of
steroid treatment. DMD individuals show abnormal-
ities in bone growth and density [21, 22], puberty
[20], adipose tissue metabolism [23], vision [24],
neurological functions [25], vascular changes and
embolism [26, 27], even at preclinical stages [27],
insulin sensitivity [28], liver complications [29],
which suggest that a more holistic approach to DMD
modeling may result in superior recapitulation of
the complexity of human DMD. In this review, we
compare the recent attempts at creating a human-
relevant mdx mouse model and discuss how focusing
on genetic modifiers and non-muscle abnormalities
observed in DMD rather than muscle repair and
regeneration correlate with major milestones in dis-
ease modeling improvements, such as the D2.mdx
mouse [30] with heightened TGF-� activity [31] and
the mdx/apolipoprotein E (mdx/ApoE) double knock-
out (KO) mouse [32] with high total cholesterol (TC)
[33], both of which mimic DMD metabolic abnor-
malities.

Early mdx-based double-mutant mice

Modeling of DMD in mice began with the origi-
nal C57BL/10 mdx model of DMD, which harbors
a naturally occurring point mutation in the Dmd
gene that truncates and prevents significant expres-
sion of dystrophin [11]. Loss of dystrophin in mice
results in very mild motor function deficits due to
an early phase of muscle degeneration followed by
intense hypertrophy and regeneration, with the excep-
tion of the diaphragm that undergoes more linear but
non-terminal fibrosis [6, 7, 34, 35] New strains of
mdx mice (mdx2cv, 3cv, 4cv, 5cv ) have been developed
with a potent mutagen, and despite showing fewer
dystrophin-positive “revertant” cells, they also show
mild phenotypes similar to mdx mice with only minor
increases in myocardial lesions, muscle fibrosis and
inflammation [36, 37].

Advanced mdx-based double transgenic strains
have been generated with the aim of studying
the pathogenesis of DMD and better mimicking
human DMD-associated muscle wasting, mostly by
preventing compensatory rescue mechanisms typ-
ically observed in mice (Table 1; some reviewed
in [38]). These advanced models of DMD rely
on inactivation of utrophin, MyoD, �-dystrobrevin,
dysferlin, �7-integrin, cytidine monophosphate-
N-acetylneuraminic acid hydroxylase (CMAH),
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Table 1
Established dual-transgenic models of mdx severity exacerbation. Most of these advanced models of DMD interfere with muscle homeostasis

pathways

mdx mouse strain Characterization and phenotypes
mdx/utrophin KO or
heterozygote

- Utrophin is a ubiquitously expressed dystrophin homologue and part of the DGC.
- mdx/utrophin KO mice have little muscle pathology before 3-4 weeks of age, followed by kyphosis,
slack posture, reduced body weight, lack of mobility, abnormal field behaviour, abnormal breathing,
muscle necrosis, fibrofatty remodelling and centralized nuclei by 4-6 weeks of age. At 20 weeks of age,
there is progressive muscle weakness, waddled gait, joint contractures, continued weight loss,
fast-to-slow twitch fiber ratios changes, cardiomyopathy and lethality [82, 83].
- mdx/utrophin heterozygous mice show moderate muscle pathology, between mdx and mdx/utrophin KO
levels, with reduced muscle strength compared to mdx, increased muscle wasting, fibrosis, inflammation,
variable myofiber size, shift in fiber type ratios and centralized nuclei, impaired respiratory function, and
cardiomyopathy, with near normal lifespan at +20 months [84, 85].

mdx/ MyoD KO - Myoblast determination protein 1 (MyoD) is a transcription factor key to skeletal muscle cell
differentiation.
- mdx/MyoD KO mice show kyphosis and waddled gait by 3-5 months, progressive weight loss, decline
in activity, widespread dystrophic changes in skeletal muscle due to blunted muscle regeneration muscle
wasting, CNF with impaired regeneration, absence of early muscle hypertrophy, increased muscle
inflammatory response. These mice show increased number of myogenic cells, reduced rates of
activation, with severe cardiomyopathy and lifespan of 12 mo [86, 87].

mdx/�-dystrobrevin
KO

- �-dystrobrevin binds dystrophin for proper signaling and sarcolemmal localization of nNOS.
- mdx/�-dystrobrevin KO mice show significantly aggravated skeletal and moderate cardiac myopathy
along with major mononuclear cell infiltration and decreased lifespan of 8–10 months [88].

mdx/ dysferlin KO - Dysferlin mediates skeletal muscle membrane repair and trafficking of transmembrane proteins [89].
- mdx/dysferlin KO show severe myopathy, significant necrosis, fibrosis, fatty replacement by 6 months,
high troponin T levels by 11 weeks, impaired force recovery with compromised sarcolemma integrity.
Their lifespan is approximately 12 months, where mice develop rhabdomyosarcoma with greater
dystrophic features in masseter mandibular muscles [90, 91].

mdx/�7-integrin KO - �7-integrin binds laminin at the neuromuscular and myotendinous junctions of skeletal/cardiac muscle.
– mdx/�7-integrin KO mice show early muscle damage, centralized nuclei by day 10 and muscle wasting
but impaired regeneration. Early weight loss, slack posture, and kyphosis are observed and lethality at
24–28 days is due to respiratory failure with significant calcification and degeneration/fibrosis of
diaphragm [92].

mdx/CMAH KO Cytidine monophospho-N-acetylneuraminic acid hydroxylase (CMAH) is an enzyme involved in the
biosynthesis of N-glycolylneuramic acid, a cell surface glycan.
mdx/CMAH KO mice show increased muscle wasting, necrosis, fibrosis, inflammatory infiltrates by 6
weeks of age, along with reduced ECM binding. This is later followed by decreased body and muscle
weights at 5 months, impaired ambulation, reduced rotarod time, decreased diaphragm and cardiac
muscle force without dilated cardiomyopathy, and a limited lifespan of 11–14 months [93].

mdx/TERC KO - Telomerase RNA component (TERC) activity is essential for elongation of telomeres.
- While not generally considered a metabolically-improved model of DMD, mdx/TERC KO mice mimic
a key feature exhibited by DMD patients, telomere shortening. These mice show impaired muscle
function, lower specific twitch and tetanic forces along with increased muscle damage, centrally
nucleated cells, fibrosis, Ca2+ deposition, increased thickness and severe wasting of the diaphragm, as
well as reduced number and proliferation of muscle stem cells. Later-generation mice die prematurely of
cardiomyopathy with left ventricle dilation, fibrosis and reduced fractional shortening by 32 weeks of
age, with near 50% mortality at 80 weeks due to cumulative telomere shortening [39, 94].

mdx/parvalbumin KO - Parvalbumin is an intracellular Ca2+ buffer.
mdx/pavalbumin KO animals show increased body weight, muscle hypertrophy, significantly heavier
EDL with some age-dependent changes in force, with increased fibrosis, apoptosis and centralized nuclei
as early as 24 days along with increased CK levels, resulting only in a mild mdx exacerbation with a
normal lifespan [95].

telomerase RNA component (TERC) and parvalbu-
min. Disease severity exacerbation can be achieved
with these double transgenic mdx mice, however the
relevance to DMD can be limited in part due to
patients not harbouring the abnormalities induced by
the second transgene mutation. Interfering with the

finely regulated balance of muscle damage and regen-
eration in a non-DMD relevant fashion is therefore a
major limitation of some of these models while the
relevant mdx/TERC KO mouse [39] is generally not
considered a metabolic humanization and is therefore
only briefly mentioned herein.
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The D2.mdx mouse and DMD modeling

The D2.mdx mouse represents one of the two major
recent advances in mouse modeling of DMD that
coincide with changes in whole-body metabolism.
Indeed, in contrast to the above-mentioned mice
that require sophisticated breeding strategies to
introduce specific mutations to genes that directly
regulate muscle homeostasis, D2.mdx animals were
instead generated by backcrossing the original exon
skipping-compatible C57BL10/ScSn mdx mouse,
which harbors a dystrophin gene exon 23 muta-
tion, to the DBA2/J mouse strain. DBA2/J is a
sub-strain of the DBA background, one the oldest
inbred mouse strain generated in the early 1900’s
[40]. Compared to C57BL/10-mdx and DBA2/J
control mice, the resulting D2.mdx mouse showed
significant body mass reduction, exacerbated loss
of hind limb muscle weight and increased muscle
weakness, temporary reductions in left ventricular
function, along with fewer myofibers [31]. D2.mdx
mice also show blunted myofiber regeneration [41,
42] whereas muscle lesions exhibit increased fibrosis
and fat accumulation with 10–25% of fibro-necrosis
for the gastrocnemius, triceps brachii and quadri-
ceps femoris muscles and approximately 30% for the
diaphragm at 10 weeks of age [31, 43]. Also note-
worthy is the exacerbated calcification of cardiac and
skeletal muscles at an early age [42, 44], which as
a whole supports the concepts that D2.mdx mice are
more severe animal models of DMD and that disease-
modifying genetic polymorphism may be present in
certain strains.

Genome-wide scanning for locuses linked to
DBA/2J-associated muscle wasting exacerbation in
the context of �-sarcoglycan deficiency identi-
fied polymorphism in the gene coding for latent
TGF-�–binding protein 4 (LTBP4) [45], a pro-
tein that sequesters TGF-� and prevents its ability
to activate TGF-� receptors. As the TGF-� fam-
ily is often viewed as one of the most pleiotropic
group of secreted cytokines with numerous iso-
forms, inhibitory complexes and receptors capable of
regulating modulating cell division, fibrosis, tissue
morphogenesis and regeneration [41, 46], amongst
other biological activities, how exactly DBA2/J-
associated loss of LTBP4 function affects key
metabolic functions is poorly understood. The Ltbp4
gene encodes for 2 secreted ubiquitous LTBP4 iso-
forms that are part of the ECM glycoprotein and have
a structural homology to fibrillins, and Ltbp4 gene
knockout causes abnormal elastogenesis, lung devel-

opment, cardiomyopathy, and colorectal cancer [47]
whereas DBA2/J mice harbouring the LTBP4 gene
mutation show high incidence of glaucoma [48], hear-
ing loss and CD94-deficient NK cells [49, 50]. In
addition to a having a truncated annexin A6 [51],
a ubiquitously-expressed protein linked to calcium
and membrane events, DBA2/J mice are also capa-
ble of little to no dietary cholesterol absorption and
suffer from blood and hepatic cholesterol anoma-
lies, lower blood glucose and smaller muscle mass
than C57BL/10 or C57BL6/J mice [52–54]. As fur-
ther discussed below, DBA2/J mice also show an
unusually high degree of muscle calcification [55].
While the respective contribution of these multiple
metabolic defects to the exacerbation of D2.mdx mice
is currently unknown, high Ltbp4 expression has been
reported in smooth and skeletal muscles [56–58],
acting as a major DMD severity modifier through
multiple single nucleotide polymorphisms (SNPs)
[59] and there is some evidence to suggest that upreg-
ulation of TGF-� type II receptor is present in DMD
patient muscle biopsies [60]. Overall, the improve-
ments in DMD modeling enabled by the D2.mdx
mouse are caused by a key DMD-associated dis-
ease modifying factor, in this case heightened TGF-�
signaling, which coincides with major changes to
whole-body metabolic homeostasis.

Despite the early enthusiasm generated by the
D2.mdx mouse, ‘all that glitters is not gold’ as this
new model of DMD also comes with caveats. While
the D2.mdx mouse requires only a single transgenic
approach to mutate the dystrophin gene and obtain
a severe phenotype, DBA/2J is not as common as
other strains, making mechanistic studies that often
rely on knocking-out or overexpressing other genes
more complex due to the need for congenicity. More
worrying are the observations from long-term studies
describing improvements – rather than worsening –
over time of D2.mdx muscle calcification and despite
continued muscle function decline, muscle histology
reveals chronic stabilization of muscle lesions [44],
in stark contrast to human DMD. Muscle pathology
exacerbation is also likely more complex than simple
LTBP4-deficient as D2.mdx-associated calcification
is independent from TGF-� activity [61] and directly
involve calcium homeostasis-modulating genes [44,
61]. Furthermore, it is unclear what other genetic
factors present in the DBA/2J mouse may be con-
tributing to the initially more severe mdx phenotype
in the D2.mdx model which complicates its applica-
bility to human DMD and its usefulness as a model for
therapeutic development [62]. As a whole, whether
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Table 2
Relative degree of exacerbation observed in mdx/ApoE KO mice fed a 0.2% cholesterol/fat-based atherogenic diet, or a 2% cholesterol/

chow-based diet compared to mdx mice [32, 68]

Muscle mdx mdx/ApoE KO chow mdx/ApoE KO 0.2% chol/fat mdx/ApoE KO 2% chol/chow

triceps + ++ +++ +++++
rectus femoris + +
gastrocnemius + ++ +++ +++++
heart ++ ++ +++
diaphragm +++ +++ +++ +++

Fig. 1. Compared with mdx mice, mdx/ApoE KO mice show evidence of severe wasting, atrophy and fiber-rich infiltration in response to
dietary cholesterol supplementation. Mdx mice on an atherogenic 0.2% cholesterol, fat-based diet at 7mo of age show less muscle fibrosis and
fibrofatty infiltrates than 5mo mdx/ApoE KO mice on the same diet, whereas cholesterol supplementation with a 2% cholesterol, chow-based
diet further exacerbates muscle wasting at both 5 and 9mo of age, the latter resulting in humane termination due to ambulatory dysfunction.
Scale bar 1 mm, all images were captured at the same magnification [32, 68].

D2.mdx mice can reliably improve DMD disease
modeling remains to be determined.

DMD modeling and lipoprotein metabolism - the
mdx/ApoE KO mouse

Another key milestone in humanizing the pheno-
type of mdx mice that coincides with major metabolic
changes is the mdx/ApoE KO mouse [32]. ApoE
is a lipid transporter predominantly synthesized by
the liver, the main organ responsible for lipoprotein
metabolism, to coat the surface of several lipid-
rich lipoprotein particles, including chylomicron
remnants, very-low density lipoproteins (VLDL),
intermediate density lipoprotein (IDL), and some
high-density lipoproteins (HDL) [63]. Compared to
humans, normal mice have very low circulating lev-
els of atherogenic, nonHDL-associated cholesterol.
Loss of ApoE, however, causes drastic elevations
of circulating chylomicron remnants, VLDL, LDL,
total cholesterol and nonHDL cholesterol [64] – the
lipoprotein fractions associated with increased car-
diovascular risk – due to blunted clearance by the
hepatic low-density lipoprotein receptor (LDLR),
LDL receptor-related protein (LRP), VLDL recep-
tor, ApoE receptor-2, and gp330, which all require
ApoE for proper activity [63, 65].

While ApoE KO mice show little to no mus-
cle phenotype [32, 66], loss of ApoE in mdx4CV

mice results in drastic exacerbation of atrophy, wast-
ing and fiber-rich infiltration compared with control
mdx mice with low (by human standards) circulat-
ing cholesterol levels [32]. The triceps brachii is
one of the muscles that show the most exacerba-
tion, along with the gastrocnemius muscle, whereas
only a mild exacerbation of mdx-associated car-
diac dysfunction was observed (Table 2). Advanced
MRI/MRS imaging confirmed that the extreme fatty
tissue deposition of mdx/ApoE KO mice resembles
that observed clinically in DMD muscle but typ-
ically absent in mdx mice [67]. Surprisingly, no
exacerbation of diaphragm fibrosis was observed
in mdx/ApoE KO mice. Titration of appendicular
muscle wasting severity, fibrofatty remodeling, and
lethality is possible through dietary cholesterol sup-
plementation. Indeed, a 2% cholesterol-containing
chow-based diet further accelerated muscle dam-
age, atrophy, and loss of ambulation compared to
a standard 0.2% cholesterol-containing, fat-based
diet resulting in complete ambulation dysfunction
and humane termination at 8–9mo of age (Fig. 1)
[68]. Of note, this early hard endpoint is reminiscent
of DMD progression with ambulation dysfunction
before cardiorespiratory dysfunction. As treatment
of these mice with intestinal cholesterol absorp-
tion blocker ezetimibe prevented the severe muscle
wasting [68], these results suggest a causal role
for circulating cholesterol-rich lipoproteins, i.e. non-
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HDL, in disease exacerbation in the mdx/ApoE KO
mouseand corroborate claims that cholesterol accu-
mulation in the muscles of MD mice contributes to
DMD pathogenesis [69, 70]. It must be noted how-
ever that ApoE deficiency combined with dietary
cholesterol supplementation do not simply cause
bulk, random or ubiquitous muscle damage as only
certain muscles showed exacerbation; in addition,
hypercholesterolemia in dysferlin/ApoE double-null
mice resulted in significant rectus femoris fibro-
fatty remodeling and muscle wasting [71], a muscle
not affected in mdx/ApoE KO mice. While the
exact origin of this muscle-specific disease exac-
erbation is unknown, it seems as though nonHDL
cholesterol aggravation of mdx muscle wasting likely
involves increased fibrosis, inflammation and apopto-
sis [68]. Combined with the common knowledge that
nonHDL particles have profound inflammatory prop-
erties, one may raise the possibility that transgenic
approaches that heighten muscle damage, rather than
blunt muscle repair, may lead to improved humaniza-
tion of the mdx phenotype.

The relevance of raising circulating nonHDL-
associated cholesterol in mdx mice to improve DMD
modeling is supported by mounting evidence of major
cholesterol abnormalities in MD. Indeed, increases
in the cholesterol content of DMD rectus abdomi-
nis and gastrocnemius muscle extracts compared
with very young control extracts have been reported
[72]. We have observed high circulating triglycerides
(TGs), nonHDL and LDL-associated cholesterol in
97% of pediatric DMD patients using routine clini-
cal serological testing [33], which supports previous
studies that relied on experimental NMR techniques
to describe cholesterol-related abnormalities in DMD
plasma and muscle samples [73–75]. As unmedi-
cated canine DMD models and female carriers also
show circulating lipid abnormalities, in absence of
creatine kinase elevation in the case of the latter,
high nonHDL, LDL cholesterol and TGs appear
to be directly caused by changes in dystrophin
expression rather than being secondary to muscle
wasting [33]. Dysregulation of miRNAs associated
with lipid metabolism and cholesterol synthesis has
been documented as a potential cause of muscle
wasting in DMD [69]. Hence, DMD is associated
with defects in both circulating lipoprotein and intra-
myofiber cholesterol homeostasis, as confirmed in
a systematic review and meta-analysis [76]. As this
metabolic co-morbidity may exacerbate the primary
muscle defect [68], this supports the use of trans-
genic strains with altered lipoprotein metabolism to

generate more human-relevant mdx model. Whether
non-transgenic approaches that modulate lipopro-
tein metabolism, such as thermoneutrality or dietary
cholesterol supplementation, can also improve mdx
modeling of DMD remains to be investigated [77]
although non-transgenic rodents are notorious for
their low nonHDL levels. Also, as APOE gene
mutations are associated with Alzheimer’s disease,
[63, 78] reports of Alzheimer’s disease-like symp-
toms in D2.mdx mice [79] likely provide early
evidence of an even more complex link between
cholesterol metabolism, cognitive impairment and
dystrophinopathies in humans and mice.

To err on the side of caution, it must be noted
that despite changing the HDL-rich lipid profile of
mdx mice to a more human-like nonHDL-rich pro-
file, loss of ApoE elevates chylomicron remnants and
VLDL lipid fractions to levels generally not seen
in humans, whereas LDL cholesterol – the predom-
inant nonHDL lipid fraction in humans including
DMD patients [33] – is more moderately elevated
[32]. Also, although severe ambulation dysfunction
of mdx/ApoE KO mice before lethal cardiorespira-
tory is reminiscent of the disease burden experienced
by both untreated and steroid-treated DMD patients,
it is not a hard endpoint as what other severe mdx-
based mouse models of DMD exhibit. In addition to
its role in circulating lipoprotein clearance, intracel-
lular pools of ApoE have been reported and likely
play a role in cytoskeleton assembly and stability
[80], mitochondrial biogenesis in non-muscle, non-
liver cells [81], which may contribute to muscle
homeostasis. Since representative and relevant DMD
animal models are needed to conduct meaningful
treatment and intervention research, it will be impor-
tant for future studies to understand how mdx/ApoE
KO mice respond to established pharmacotherapy,
such as prednisone and deflazacort, and to validate the
mdx/ApoE KO mouse model for use in drug devel-
opment.

CONCLUSION AND FUTURE
DIRECTIONS

DMD modeling has for a long time relied on
the mdx mouse, albeit with well-documented lim-
itations and mixed correlation to human disease
severity. As a growing body of evidence suggests
that DMD is a complex, multi-system metabolic dis-
ease, the possibility of combining multiple transgenic
approaches that mimic multiple DMD abnormalities,
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such as TGF-� signaling and dyslipidemia from a
metabolic perspective, but also telomere shortening,
a non-metabolic exacerbating factor linked to DMD
as shown in the mdx/TERC KO mouse, will likely
present new opportunities to better model DMD,
study the etiology of this debilitating disease and
hopefully refine an already-useful drug testing plat-
form.
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[57] Koli K, Saharinen J, Hyytiäinen M, Penttinen C, Keski-Oja
J. Latency, activation, and binding proteins of TGF-beta.
Microsc Res Tech. 2001;52:354-62.

[58] Saharinen J, Keski-Oja J. Specific Sequence Motif of 8-
Cys Repeats of TGF-� Binding Proteins, LTBPs, Creates
a Hydrophobic Interaction Surface for Binding of Small
Latent TGF-�. Mol Biol Cell. 2000;11:2691-704.

[59] Flanigan KM, Ceco E, Lamar K-M, Kaminoh Y, Dunn DM,
Mendell JR, King WM, Pestronk A, Florence JM, Mathews
KD, Finkel RS, Swoboda KJ, Gappmaier E, Howard MT,
Day JW, McDonald C, McNally EM, Weiss RB, United
Dystrophinopathy Project. LTBP4 genotype predicts age
of ambulatory loss in Duchenne muscular dystrophy. Ann
Neurol. 2013;73:481-8.

[60] Chen Y-W, Nagaraju K, Bakay M, McIntyre O, Rawat R,
Shi R, Hoffman EP. Early onset of inflammation and later
involvement of TGF� in Duchenne muscular dystrophy.
Neurology. 2005;65:826.

[61] van den Broek FA, Bakker R, den Bieman M, Fielmich-
Bouwman AX, Lemmens AG, van Lith HA, Nissen
I, Ritskes-Hoitinga JM, van Tintelen G, van Zutphen
LF. Genetic analysis of dystrophic cardiac calcifica-
tion in DBA/2 mice. Biochem Biophys Res Commun.
1998;253:204-8.

[62] Aartsma-Rus A, van Putten M, Mantuano P, De Luca
A. On the use of D2.B10-Dmdmdx/J (D2.mdx) Versus
C57BL/10ScSn-Dmdmdx/J (mdx) Mouse Models for Pre-
clinical Studies on Duchenne Muscular Dystrophy: A
Cautionary Note from Members of the TREAT-NMD Advi-
sory Committee on Therapeutics. J Neuromuscul Dis.
2023;10:155-8.

[63] Mahley RW, Weisgraber KH, Huang Y. Apolipoprotein
E: structure determines function, from atherosclero-
sis to Alzheimer’s disease to AIDS. J Lipid Res.
2009;50(Suppl):S183-8.

[64] Generation of mice carrying a mutant apolipoprotein E gene
inactivated by gene targeting in embryonic stem cells. Proc
Natl Acad Sci USA. 1992;89:4471-5.

[65] Raychowdhury R, Niles JL, McCluskey RT, Smith JA.
Autoimmune target in Heymann nephritis is a glyco-
protein with homology to the LDL receptor. Science.
1989;244:1163-5.

[66] Agergaard J, Zillmer MCF, Castro-Mejía JL, Mertz K,
Kot W, Højfeldt G, van Hall G, Nielsen DS, Schjerling
P, Holm L. Impaired skeletal muscle hypertrophy signal-
ing and amino acid deprivation response in Apoe knockout
mice with an unhealthy lipoprotein distribution. Sci Rep.
2021;11.

[67] Khattri RB, Batra A, Matheny M, Hart C, Henley-Beasley
SC, Hammers D, Zeng H, White Z, Ryan TE, Barton E,
Bernatchez P, Walter GA. Magnetic resonance quantifica-
tion of skeletal muscle lipid infiltration in a humanized
mouse model of Duchenne muscular dystrophy. NMR
Biomed. 2023;36.

[68] White Z, Theret M, Milad N, Tung LW, Chen WW-H,
Sirois MG, Rossi F, Bernatchez P. Cholesterol absorp-
tion blocker ezetimibe prevents muscle wasting in severe
dysferlin-deficient and mdx mice. J Cachexia Sarcopenia
Muscle. 2022;13:544-60.

[69] Amor F, Vu Hong A, Corre G, Sanson M, Suel L,
Blaie S, Servais L, Voit T, Richard I, Israeli D. Choles-
terol metabolism is a potential therapeutic target in

Duchenne muscular dystrophy. J Cachexia Sarcopenia Mus-
cle. 2021;12:677-93.

[70] White Z, Sun Z, Sauge E, Cox D, Donen G, Pechkovsky D,
Straub V, Francis GA, Bernatchez P. Limb-girdle muscular
dystrophy type 2B causes HDL-C abnormalities in patients
and statin-resistant muscle wasting in dysferlin-deficient
mice. Skelet Muscle. 2022;12:25.

[71] Sellers SL, Milad N, White Z, Pascoe C, Chan R, Payne GW,
Seow C, Rossi F, Seidman MA, Bernatchez P. Increased
nonHDL cholesterol levels cause muscle wasting and ambu-
latory dysfunction in the mouse model of LGMD2B. J Lipid
Res. 2018;59:261-72.

[72] Hughes BP. Lipid changes in Duchenne muscular dystrophy.
J Neurol Neurosurg Psychiatry. 1972;35:658-63.

[73] Srivastava NK Mittal B, Gowda GA. P. S. High resolution
NMR based analysis of serum lipids in Duchenne muscular
dystrophy patients and its possible diagnostic significance.
NMR Biomed (2010).

[74] Srivastava NK, Mukherjee S, Pal L, Sinha NYR. Abnormal
lipid metabolism in skeletal muscle tissue of patients with
muscular dystrophy: In vitro, high-resolution NMR spec-
troscopy based observation in early phase of the disease.
Magn Reson Imaging. 2017;38:163-73.

[75] Srivastava NK, Pradhan S, Mittal B, Gowda GAN. High res-
olution NMR based analysis of serum lipids in Duchenne
muscular dystrophy patients and its possible diagnostic sig-
nificance. NMR Biomed. 2010;23:13-22.

[76] Sun Z, Wang X, White Z, Dormuth C, Morales F, Bernatchez
P. Dyslipidemia in Muscular Dystrophy: A Systematic
Review and Meta-Analysis. J Neuromuscul Dis (2023).
doi:10.3233/JND-230064

[77] Donen GS, White Z, Sauge E, Ritso M, Theret M, Boyd
J, Devlin AM, Rossi FMV, Bernatchez P. Thermoneu-
tral Housing and a Western Diet Combination Exacerbates
Dysferlin-Deficient Muscular Dystrophy. Muscle Nerve
(2022). doi:10.1002/mus.27680

[78] Butterfield DA, Mattson MP. Apolipoprotein E and oxida-
tive stress in brain with relevance to Alzheimer’s disease.
Neurobiol Dis. 2020;138:104795.

[79] Hayward GC, Caceres D, Copeland EN, Baranowski BJ,
Mohammad A, Whitley KC, Fajardo VA, MacPherson REK.
Characterization of Alzheimer’s disease-like neuropathol-
ogy in Duchenne’s muscular dystrophy using the DBA/2J
mdx mouse model. FEBS Open Bio. 2022;12:154-62.

[80] Mahley RW, Nathan BP, Bellosta S, Pitas RE. Apolipopro-
tein E: Structure, Function, and Possible Roles in
Modulating Neurite Extension and Cytoskeletal Activity.
Apolipoprotein E and Alzheimer’s Disease. 1996;49-58.
doi:10.1007/978-3-642-80109-9 5

[81] Rueter J, Rimbach G, Huebbe P. Functional diversity of
apolipoprotein E: from subcellular localization to mito-
chondrial function. Cellular and Molecular Life Sciences.
2022;79:9 79, 1-19.

[82] Deconinck AE, Rafael JA, Skinner JA, Brown SC, Pot-
ter AC, Metzinger L, Watt DJ, Dickson JG, Tinsley JM,
Davies KE. Utrophin-dystrophin-deficient mice as a model
for Duchenne muscular dystrophy. Cell. 1997;90:717-27.

[83] Grady RM, Teng H, Nichol MC, Cunningham JC, Wilkin-
son RS, Sanes JR. Skeletal and cardiac myopathies in mice
lacking utrophin and dystrophin: a model for Duchenne
muscular dystrophy. Cell. 1997;90:729-38.

[84] van Putten M, Kumar D, Hulsker M, Hoogaars WMH.,
Plomp JJ, van Opstal A, van Iterson M, Admiraal P, van
Ommen G-JB, ’t Hoen PAC, Aartsma-Rus A. Comparison
of skeletal muscle pathology and motor function of dys-



1012 G. Donen et al. / Metabolic Humanization of the mdx Phenotype

trophin and utrophin deficient mouse strains. Neuromuscul
Disord. 2012;22:406-17.

[85] Zhou L, Rafael-Fortney JA, Huang P, Zhao XS, Cheng
G, Zhou X, Kaminski HJ, Liu L, Ransohoff RM. Hap-
loinsufficiency of utrophin gene worsens skeletal muscle
inflammation and fibrosis in mdx mice. J Neurol Sci.
2008;264:106-11.

[86] Megeney LA, Kablar B, Garrett K, Anderson JE, Rudnicki
MA. MyoD is required for myogenic stem cell function in
adult skeletal muscle. Genes Dev. 1996;10:1173-83.

[87] Megeney LA, Kablar B, Perry RL, Ying C, May L, Rudnicki
MA. Severe cardiomyopathy in mice lacking dystrophin and
MyoD. Proc Natl Acad Sci U S A. 1999;96:220-5.

[88] Grady RM, Grange RW, Lau KS, Maimone MM, Nichol
MC, Stull JT, Sanes JR. Role for alpha-dystrobrevin in
the pathogenesis of dystrophin-dependent muscular dystro-
phies. Nat Cell Biol. 1999;1:215-20.

[89] Sharma A, Yu C, Leung C, Trane A, Lau M, Utokaparch S,
Shaheen F, Sheibani N, Bernatchez P. A New Role for the
Muscle Repair Protein Dysferlin in Endothelial Cell Adhe-
sion and Angiogenesis. Arterioscler Thromb Vasc Biol.
2010;30:2196-U397.

[90] Hosur V, Kavirayani A, Riefler J, Carney LMB, Lyons B,
Gott B, Cox GA, Shultz LD. Dystrophin and dysferlin dou-
ble mutant mice: a novel model for rhabdomyosarcoma.
Cancer Genet. 2012;205:232-41.

[91] Han R, Rader EP, Levy JR, Bansal D, Campbell KP. Dys-
trophin deficiency exacerbates skeletal muscle pathology in
dysferlin-null mice. Skelet Muscle. 2011;1:35.

[92] Guo C, Willem M, Werner A, Raivich G, Emerson M,
Neyses L, Mayer U. Absence of alpha 7 integrin in
dystrophin-deficient mice causes a myopathy similar to
Duchenne muscular dystrophy. Hum Mol Genet. 2006;15:
989-98.

[93] Chandrasekharan K, Yoon JH, Xu Y, deVries S, Camboni
M, Janssen PML, Varki A, Martin PT. A human-specific
deletion in mouse Cmah increases disease severity in the
mdx model of Duchenne muscular dystrophy. Sci Transl
Med. 2010;2:42ra54.

[94] Mourkioti F, Kustan J, Kraft P, Day JW, Zhao M-M, Kost-
Alimova M, Protopopov A, DePinho RA, Bernstein D,
Meeker AK, Blau HM. Role of telomere dysfunction in car-
diac failure in Duchenne muscular dystrophy. Nat Cell Biol.
2013;15:895-904.

[95] Raymackers JM, Debaix H, Colson-Van Schoor M, De
Backer F, Tajeddine N, Schwaller B, Gailly P, Gillis JM.
Consequence of parvalbumin deficiency in the mdx mouse:
histological, biochemical and mechanical phenotype of a
new double mutant. Neuromuscul Disord. 2003;13:376-87.


