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Table S1. Outcome measures at the RVC and LUMC

Outcome measure RVC LUMC
Functional Measured Not measured
performance

Resplr.a tory function Not measured Measured
analysis

Muscle physiology Measured Measured
diaphragm

lesc.l ¢ phys1‘ology Measured Not measured
tibialis anterior

Simvastatin plasma Measured Measured
levels

Hydrox.yprolme Measured Not measured
assay diaphragm

Hlstology Not measured Measured
diaphragm

Gene expression Measured Measured
Protein analysis Not measured Measured




Table S2. Primer sequences used for gene expression analysis

Gene Full name Primer Sequence (5'-3") - RVC
Hmbs Hydroxymethylbilane synthase forward TCCCTGAAGGATGTGCCTAC
reverse AAGGGTTTTCCCGTTTGC
Fbxo38 F-box protein 38 Primerdesign [1]
Cdc40 Cell division cycle 40 Primerdesign [1]
. . forward GCAAACACTGCCACATTCTCTC
F-b tein 32 (At -1)[2
Fbxo32 ox protein 32 (Atrogin-1) [2] reverse CTTGAGGGGAAAGTGAGACG
Cd68 Cluster of differentiation 68 [3] forward CTTCGGGCCATGTTICTCT
reverse AGAGGGGCTGGTAGGTTGAT
forward ACGGCTGCACGAGTCACAC
Collagen, type 1, alpha 1 [4
Collal ollagen, type I alpha 1 [4] reverse GGCAGGCGGGAGGTCTT
Col3al Collagen, type TII, alpha 1 [4] forward GTTCTAGAGGATGGCTGTACTAAACACA
reverse TTGCCTTGCGTGTTTGATATTC
Lgals3 Lectin, galactoside binding soluble 3 [5] forward CAACCATCGGATGAAGAACC
reverse CTGCCGCATAGGTGTCATAA
. . . . . forward GACGGCTTCCTGTACATGGTTT
Microtubule- ted protein 1 light chain 3 beta (LC3B) [6
Mapllc3b icrotubule-associated protein 1 light chain 3 beta ( ) [6] everse TGGAGTCTTACACAGCCATTGC
. . . forward CTTCACCTCTAGCCGGATGGT
M ,h 1 tide 3, skeletal le, emb 7
Myh3 yosin, heavy polypeptide 3, skeletal muscle, embryonic [7] reverse AATTGTCAGGAGCCACGAAAAT
. . . forward CAGGAGCAGGAATGATGCTCTGAG
M ,h 1 tide 8, skeletal le, tal [7
Myh8 yosin, heavy polypeptide 8, skeletal muscle, perinatal [7] reverse AGTTCCTCAAACTTTCAGCAGCCAA
Mvh7 Myosin, heavy polypeptide 7, cardiac muscle, beta (MyHCip) forward CTCAAGCTGCTCAGCAATCTATTT
Y [7] reverse GGAGCGCAAGTTTGTCATAAGT
Mvhl Myosin, heavy polypeptide 1, skeletal muscle, adult (MyHCry) | forward GAGGGACAGTTCATCGATAGCAA
Y [7] reverse GGGCCAACTTGTCATCTCTCAT
Mvh2 Myosin, heavy polypeptide 2, skeletal muscle, adult (MyHCy,) | forward AGGCGGCTGAGGAGCACGTA
Y [7] reverse GCGGCACAAGCAGCGTTGG
. . forward CACCTGGACGATGCTCTCAGA
M h hain 4, skeletal le (MyHC 7
Mynd yosin heavy chain 4, skeletal muscle (MyHCm) [7] reverse GCTCTTGCTCGGCCACTCT
Nox2 NADPH oxidase 2 [8] forward CCCTTTGGTACAGCCAGTGAAGAT
reverse CAATCCCGGCTCCCACTAACATCA
Noxd NADPH oxidase4 [8] forward GGATCACAGAAGGTCCCTAGCAG

Ieverse

GCGGCTACATGCACACCTGAGAA
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