
Disease Markers 23 (2007) 353 353
IOS Press

Preface

M. Birrer
National Institutes of Health, National Cancer Institute, Bethesda, MD 20892, USA

The genomic revolution has radically changed many
aspects of molecular oncology. The cloning of the
human genome along with the characterization of
genes, which are involved in the development of ep-
ithelial cancers, has provided a better understanding
of the molecular origins of these cancers. Many of
the genetic events, which give rise to these tumors,
have been identified and their contribution to the clin-
ical behavior of the tumors have been established.
This has lead to the characterization of biomarkers,
which are important for many clinical and biologic as-
pects of these tumors. Markers, which are prognos-
tic and predictive for disease progression and recur-
rence, have been established. Further, biomarkers as-
sociated with response to chemotherapy, early detec-
tion and drug resistance have been much easier to iden-
tify and characterize. The impact of this revolution is
nowhere more evident than in epithelial ovarian can-

cer. This issue of Disease Markers contains a series
of articles by experts in the ovarian cancer field, who
present new developments in the identification and un-
derstanding of biomarkers for this tumor. Articles in-
clude ones on new hypotheses on the molecular devel-
opment of ovarian cancer, SP markers of risk, biomark-
ers that are specific for the different histiologic sub-
types, and new biomarkers and approaches for the ear-
ly detection of ovarian cancer. Further, new molecular
technologies have allowed for the analysis and char-
acterization of specific cellular components of ovarian
tumors identifying biomarkers of tumor associated im-
mune and endothelial cells. Many of these biomarkers
may serve not only as markers of clinical and biology
interest but also as potential therapeutic and imaging
targets which could significantly improve the survival
of patients with this disease.

ISSN 0278-0240/07/$17.00  2007 – IOS Press and the authors. All rights reserved


