Supplementary Tables

Supplementary Table I. The complete dataset includes 247 samples, composed of 157 CSG and 90 CAG patients. We randomly divided this whole dataset with the ratio of 80%/20% 5 times. For each division, the training set amounts to 197 samples (comprising 72 CAG patients) and the validation set amounts to 50 samples (comprising 18 CAG patients), therefore maintaining a similar ratio of CAG patients. The sheets of “TrainingN” and “ValidationN” (N=1 to 5) in the Supplementary Table I 
correspond to these five random divisions of our dataset. Please see the enclosed excel file: Supplementary Table I.xlsx.


Supplementary Table II. The complete ranking result by the Boruta feature selection on the training set of the five different divisions. 

	No.1
	Rank
	No.2
	Rank
	No.3
	Rank
	No.4
	Rank
	No.5
	Rank

	IL-10
	1
	MIF
	1
	IL-10
	1
	IL-10
	1
	IL-10
	1

	IL-12p70
	1
	IL-10
	1
	IL-12p70
	1
	TNF-α
	1
	TNF-α
	1

	IL-1RA
	1
	IL-12p70
	1
	TNF-α
	1
	Eotaxin
	1
	Eotaxin
	1

	TNF-α
	1
	TNF-α
	1
	Eotaxin
	1
	IP-10
	1
	IP-10
	1

	Eotaxin
	1
	Eotaxin
	1
	IP-10
	1
	MCP-4
	1
	SDF-1a
	1

	IP-10
	1
	IP-10
	1
	MCP-4
	1
	IL-15
	1
	MIF
	1

	MIP-3α
	1
	MCP-4
	1
	SDF-1a
	1
	SDF-1a
	1
	Eotaxin-2
	2

	IL-15
	1
	MIP-3α
	1
	PGI/PGII
	2
	IL-12p70
	2
	IL-12p70
	2

	SDF-1a
	1
	SDF-1a
	1
	Eotaxin-2
	2
	IL-33
	2
	MCP-4
	2

	Eotaxin-2
	2
	PGI/PGII
	1
	MIP-3α
	3
	MIF
	2
	MIP-3α
	3

	TNF-β
	2
	IL-15
	2
	MIP-1β
	4
	MIP-3α
	3
	IL-15
	4

	MIF
	2
	IL-33
	3
	IL-15
	4
	TNF-β
	4
	PGI/PGII
	5

	PGI/PGII
	4
	IL-2Ra
	4
	MIF
	6
	IL-16
	5
	IFN-γ
	5

	IL-1β
	5
	ENA-78
	5
	IFN-γ
	7
	IFN-γ
	6
	IL-1RA
	7

	IFN-γ
	6
	IL-16
	6
	IL-13
	8
	MDC
	6
	Age
	8

	IL-2Ra
	7
	IL-4
	7
	IL-1β
	9
	IL-1RA
	8
	IL-33
	9

	ENA-78
	8
	Eotaxin-2
	8
	IL-16
	9
	MIP-1β
	8
	MDC
	10

	IL-33
	9
	TNF-β
	9
	Age
	11
	Eotaxin-2
	10
	MIP-1β
	11

	MCP-4
	10
	IL-5
	10
	IL-33
	12
	IL-2Ra
	11
	GM-CSF
	12

	IL-4
	11
	MIP-1β
	11
	ENA-78
	13
	ENA-78
	12
	IL-16
	13

	MIP-1β
	11
	IL-13
	12
	IL-4
	14
	IL-13
	13
	IL-5
	14

	IL-5
	13
	GM-CSF
	13
	G-CSF
	14
	PGI/PGII
	14
	IL-1β
	15

	MDC
	13
	MCP-1
	14
	IL-6
	16
	IL-5
	15
	ENA-78
	16

	IL-13
	15
	IL-1β
	15
	MDC
	17
	GM-CSF
	16
	IL-13
	16

	IL-16
	15
	VEGF-A
	16
	TNF-β
	18
	IL-7
	17
	G-CSF
	18

	MCP-1
	17
	Age
	17
	IL-1RA
	19
	MIP-5
	17
	IL-7
	18

	IL-7
	17
	MDC
	17
	MIP-5
	20
	IL-1β
	19
	IL-8
	20

	TARC
	19
	MIP-5
	19
	IL-5
	22
	G-CSF
	19
	Eotaxin-3
	20

	G-CSF
	20
	IFN-γ
	20
	IL-2Ra
	22
	TARC
	21
	TNF-β
	22

	GM-CSF
	21
	TARC
	21
	VEGF-A
	22
	IL-4
	22
	TARC
	23

	MIP-5
	22
	IL-1RA
	22
	GM-CSF
	24
	IL-6
	23
	MIP-5
	24

	IL-17A
	23
	IL-6
	23
	PGII
	25
	PGII
	24
	IL-2Ra
	25

	IL-8
	23
	IL-17A
	24
	IL-12/IL-23p40
	25
	IL-17A
	24
	VEGF-A
	25

	Age
	26
	PGII
	25
	IL-8
	27
	Eotaxin-3
	26
	IL-4
	27

	PGII
	26
	G-CSF
	26
	MIP-1α
	27
	VEGF-A
	27
	MCP-1
	28

	Eotaxin-3
	26
	IL-7
	26
	TARC
	29
	IL-8
	28
	MIP-1α
	28

	MIP-1α
	26
	Eotaxin-3
	28
	IL-7
	30
	MCP-1
	29
	IL-12/IL-23p40
	30

	VEGF-A
	29
	IL-12/IL-23p40
	29
	IL-17A
	31
	MIP-1α
	29
	IL-6
	31

	IL-6
	30
	MIP-1α
	30
	Eotaxin-3
	32
	Age
	31
	PGII
	32

	PGI
	31
	IL-8
	31
	MCP-1
	33
	PGI
	31
	IL-17A
	33

	IL-12/IL-23p40
	31
	PGI
	32
	PGI
	34
	IL-12/IL-23p40
	33
	PGI
	34

	Gender
	33
	Gender
	33
	Gender
	35
	Gender
	34
	Gender
	35





[bookmark: _Hlk141890358]Supplementary Table III. The complete ranking result by the Lasso feature selection on the training set of the five different divisions.

	division1
	coefficient abs.
	division2
	coefficient abs.
	division3
	coefficient abs.
	division4
	coefficient abs.
	division5
	coefficient abs.

	TNF-α
	0.8743
	TNF-α
	0.7780
	TNF-α
	0.8264
	TNF-α
	0.9025
	TNF-α
	0.8580

	Eotaxin
	0.5373
	Eotaxin
	0.6950
	Eotaxin
	0.6814
	Eotaxin
	0.6799
	Eotaxin
	0.7316

	MIP-3α
	0.1799
	MCP-4
	0.1039
	IL-6
	0.1138
	TARC
	0.1172
	IL-33
	0.1144

	IL-10
	0.1559
	MIP-3α
	0.0850
	IL-33
	0.0678
	sex
	0.1086
	MIP-3α
	0.0695

	IL-33
	0.1010
	ENA-78
	0.0708
	ENA-78
	0.0677
	ENA-78
	0.0996
	ENA-78
	0.0462

	TARC
	0.0948
	IL-33
	0.0673
	IL-10
	0.0640
	IL-5
	0.0750
	IL-6
	0.0438

	ENA-78
	0.0643
	MIF
	0.0671
	GM-CSF
	0.0505
	IL-33
	0.0615
	IL-13
	0.0391

	IL-6
	0.0634
	IL-10
	0.0434
	sex
	0.0400
	IL-6
	0.0521
	TARC
	0.0370

	GM-CSF
	0.0538
	sex
	0.0294
	TARC
	0.0391
	IL-13
	0.0475
	Eotaxin-2
	0.0333

	IP-10
	0.0520
	IL-13
	0.0273
	MIP-3α
	0.0342
	MIP-3α
	0.0395
	sex
	0.0320

	sex
	0.0187
	GM-CSF
	0.0140
	IL-13
	0.0260
	IP-10
	0.0332
	PGII
	0.0166

	PGII
	0.0092
	IL-6
	0.0139
	PGII
	0.0097
	Eotaxin-2
	0.0308
	MIF
	0.0149

	Eotaxin-2
	0.0043
	TARC
	0.0129
	age
	0.0067
	IL-10
	0.0295
	PGI/PGII
	0.0072

	age
	0.0037
	PGII
	0.0121
	PGI
	0.0011
	IL-1β
	0.0176
	age
	0.0067

	PGI
	0.0009
	IL-1β
	0.0056
	G-CSF
	0
	PGII
	0.0142
	IP-10
	0.0050

	IL-5
	0
	age
	0.0043
	MIP-1α
	0
	PGI/PGII
	0.0100
	IL-1β
	0.0040

	MDC
	0
	PGI/PGII
	0.0013
	MIP-1β
	0
	age
	0.0024
	PGI
	0.0016

	MIF
	0
	PGI
	0.0009
	IL-17A
	0
	PGI
	0.0013
	IL-4
	0

	TNF-β
	0
	IL-16
	0
	MCP-4
	0
	IL-12p70
	0
	G-CSF
	0

	SDF-1a
	0
	MDC
	0
	IL-12/IL-23p40
	0
	MIP-1β
	0
	MIP-1β
	0

	IL-7
	0
	IL-12/IL-23p40
	0
	IL-15
	0
	MIF
	0
	IL-12/IL-23p40
	0

	IL-16
	0
	G-CSF
	0
	IL-16
	0
	TNF-β
	0
	MDC
	0

	IL-15
	0
	IL-7
	0
	IL-7
	0
	SDF-1a
	0
	IL-15
	0

	IL-12/IL-23p40
	0
	SDF-1a
	0
	SDF-1a
	0
	IL-7
	0
	IL-16
	0

	G-CSF
	0
	TNF-β
	0
	TNF-β
	0
	IL-16
	0
	IL-7
	0

	MIP-1β
	0
	MIP-1β
	0
	MIF
	0
	IL-15
	0
	SDF-1a
	0

	MIP-1α
	0
	MIP-1α
	0
	MDC
	0
	IL-12/IL-23p40
	0
	TNF-β
	0

	MCP-1
	0
	IL-15
	0
	IP-10
	0
	G-CSF
	0
	MIP-1α
	0

	MCP-4
	0
	IP-10
	0
	MCP-1
	0
	IFN-γ
	0
	MCP-1
	0

	IL-4
	0
	MCP-1
	0
	IL-1β
	0
	MIP-1α
	0
	MCP-4
	0

	PGI/PGII
	0
	IL-4
	0
	Eotaxin-3
	0
	IL-8
	0
	IL-5
	0

	Eotaxin-3
	0
	Eotaxin-3
	0
	VEGF-A
	0
	MDC
	0
	Eotaxin-3
	0

	IFN-γ
	0
	VEGF-A
	0
	IL-2Ra
	0
	MCP-4
	0
	VEGF-A
	0

	VEGF-A
	0
	IFN-γ
	0
	IL-1RA
	0
	MCP-1
	0
	GM-CSF
	0

	IL-17A
	0
	IL-2Ra
	0
	IL-12p70
	0
	IL-17A
	0
	IL-2Ra
	0

	IL-2Ra
	0
	IL-1RA
	0
	Eotaxin-2
	0
	Eotaxin-3
	0
	IL-1RA
	0

	IL-1RA
	0
	IL-12p70
	0
	PGI/PGII
	0
	GM-CSF
	0
	IFN-γ
	0

	IL-13
	0
	Eotaxin-2
	0
	IL-8
	0
	VEGF-A
	0
	IL-12p70
	0

	IL-12p70
	0
	IL-17A
	0
	IFN-γ
	0
	IL-4
	0
	IL-10
	0

	IL-1β
	0
	IL-8
	0
	IL-5
	0
	IL-2Ra
	0
	IL-17A
	0

	IL-8
	0
	IL-5
	0
	IL-4
	0
	IL-1RA
	0
	IL-8
	0

	MIP-5
	0
	MIP-5
	0
	MIP-5
	0
	MIP-5
	0
	MIP-5
	0




[bookmark: _Hlk141706256][bookmark: _Hlk141890388]Supplementary Table IV. The complete feature correlation data that was used to generate for Figure 2B. Please see the enclosed excel file: Supplementary Table IV.xlsx


Supplementary Table V.. Subgroup analysis using a logistic regression model for the following confounding factors: Hypertension, diabetes, coronary heart disease, stroke, and chronic hepatitis B on 5-cytokine panel diagnostic effects. Please see the enclosed excel file: Supplementary Table V.xlsx

Supplementary Table VI. AUC of training and validation sets among five different divisions of seven machine learning models

	AUC
	Train_1
	Test_1
	Train_2
	Test_2
	Train_3
	Test_3
	Train_4
	Test_4
	Train_5
	Test_5

	LR
	0.827
	0.797
	0.836
	0.835
	0.842
	0.795
	0.841
	0.760
	0.851
	0.816

	DT
	0.769
	0.668
	0.653
	0.717
	0.679
	0.656
	0.750
	0.634
	0.663
	0.708

	SVM
	0.815
	0.788
	0.833
	0.826
	0.833
	0.788
	0.835
	0.748
	0.847
	0.804

	NN
	0.846
	0.823
	0.841
	0.851
	0.859
	0.828
	0.865
	0.813
	0.873
	0.816

	NB
	0.825
	0.795
	0.839
	0.813
	0.831
	0.835
	0.837
	0.816
	0.828
	0.816

	KNN
	0.770
	0.623
	0.706
	0.743
	0.737
	0.737
	0.698
	0.689
	0.716
	0.662

	LGBM
	0.854
	0.878
	0.856
	0.830
	0.869
	0.806
	0.899
	0.793
	0.838
	0.854
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Supplementary Table VII. PRAUC of training and validation sets among five different divisions of seven machine learning models

	PRAUC
	Train_1
	Test_1
	Train_2
	Test_2
	Train_3
	Test_3
	Train_4
	Test_4
	Train_5
	Test_5

	LR
	0.780
	0.765
	0.774
	0.776
	0.767
	0.732
	0.801
	0.653
	0.801
	0.724

	DT
	0.605
	0.652
	0.476
	0.709
	0.502
	0.640
	0.579
	0.626
	0.484
	0.693

	SVM
	0.775
	0.754
	0.773
	0.773
	0.767
	0.730
	0.805
	0.627
	0.802
	0.711

	NN
	0.808
	0.816
	0.801
	0.752
	0.772
	0.778
	0.822
	0.675
	0.830
	0.712

	NB
	0.768
	0.809
	0.797
	0.699
	0.750
	0.754
	0.793
	0.709
	0.754
	0.767

	KNN
	0.626
	0.624
	0.563
	0.724
	0.591
	0.694
	0.583
	0.611
	0.561
	0.642

	LGBM
	0.813
	0.756
	0.790
	0.781
	0.813
	0.686
	0.853
	0.629
	0.775
	0.775




