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Erratum to: Machine learning analyses of
highly-multiplexed immunofluorescence
identifies distinct tumor and stromal cell
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When this article was first published the sixth author’s name was inadvertently misspelled as “Paul M. Grandgenet”.
This has been corrected to “Paul M. Grandgenett” in the revised online version of the article (DOI: 10.3233/CBM-
210308).

Therefore, the correct updated list of authors and their affiliation is:

Krysten Vancea, Alphan Alitinokb, Seth Winfreea,c, Heather Jensen-Smitha, Benjamin J. Swansonc, Paul M.
Grandgenetta, Kelsey A. Kluted, Daniel J. Crichtonb and Michael A. Hollingswortha
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